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IncI1 plasmids associated with the spread of CMY-2, CTX-M-1 and SHV-12 in Escherichia coli
of animal and human origin
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Abstract
Fourteen plasmids carrying blaCTX-M-1, blaSHV-12 or blaCMY-2 genes from Escherichia coli of both avian and human origin were analysed. IncI1
plasmids were largely predominant. Plasmid mutilocus sequence typing and comparative analysis revealed that the blaCMY-2-ST12-IncI1
plasmids from avian E. coli were identical to those previously found in Salmonella from humans, but different to those associated with human
E. coli. The IncI1-ST3 plasmids carrying blaCTX-M-1 or blaSHV-12 were related to those previously identiﬁed in avian E. coli, but different to
those identiﬁed in human E. coli. Overall, no plasmids shared by E. coli of both origin (human/avian) were identiﬁed; however, further
investigations are needed.
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Abstract
The study aim was to describe the emergence of carbapenem resistance and clonal complexes (CC), deﬁned by multilocus sequence typing
(MLST), in Acinetobacter baumannii in a surveillance system for meningitis. Starting in 1996 in an urban setting of Brazil, surveillance detected
meningitis by Acinetobacter sp for the ﬁrst time in 2002. Up to 2008, 35 isolates were saved. Carbapenem resistance emerged in 2006,
reaching 70% of A. baumannii isolates in 2008, including one that was colistin resistant. A. baumannii belonged to CC113/79 (University of
Oxford/Institute Pasteur schemes), CC235/162 and CC103/15. Dissemination of infections resistant to all antimicrobial agents may occur in
the future.
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